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Fig.1. Effects of amino acids on dexamethasone-induced expression of muscle atrophy-related genes in C2C12 myotubes.
A. Experimental design (created with BioRender.com). B. Relative mRNA expression of Atroginl, MuRF1, and FoxO3a genes in
C2C12 myotubes treated with dexamethasone (DEX) for 24h (n = 3-4/group). All data indicate mean *+ standard deviation (SD). One-
way ANOVA. *P < 0.05, **P < 0.01, ***P < 0.001.
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Fig.2. Gene expression changes in skeletal muscle of mice with spontaneous exercise in a rotating cage.
A. Experimental design (created with BioRender.com). B. Relative mRNA expression of PGClo genes
in skeletal muscle of exercise-trained mice (n = 5-6/group) . All data indicate mean * standard error (SE).
Student's two-tailed unpaired t-test. **P < 0.01.
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Fig.3. Effects of exercise-trained mouse-derived plasma on dexamethasone-induced
changes in gene expression of muscle atrophy-related genes in C2C12 myotubes.

A. Experimental design (created with BioRender.com). B. Relative mRNA expression

of Atroginl, MuRF1I, FoxOl, and PGCla genes in C2C12 myotubes treated with

exercise-trained mouse-derived plasma and dexamethasone (DEX) for 24 h(n = 6/

group) . All data indicate mean * standard deviation (SD). One-way ANOVA. *P

<0.05, **P <0.01, ***P < 0.001.
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three highly responsive metabolites that decreased in plasma of limb-immobilized mice (n = 4 mice/group).
Figure 5B-D are reproduced from Oyabu, M. et al.’
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